A major problem in healthcare today is the antibiotic resistance. In part due to cross-resistance by indiscriminately antibiotics use, and another part to the selection and evolution of some strains of bacteria. As already mentioned, the fungi are major producers of antibiotics and the understanding of secondary metabolism of these organisms as well a possible genetic manipulation on large scale, should provide the production or biotransformation of new classes of antibiotics for clinical use.
Fungi Plant Pathogens
Agriculture has always played a prominent role in generating world's wealth. The production of world crops (soybeans, corn, wheat, rice and beans) will increase based on productivity. To achieve this goal, losses in crops should be minimized and most of these losses are attributed to pathogenic fungi that inhabit soils, which every year, millions of dollars are spent in their control. In world crops, infections caused by pathogens as Fusarium solani, Fusarium oxysporum, Sclerotium rolfsii, Rhizoctonia solani, and the fungus Sclerotinia sclerotiorum, cause losses of up to 100% in the production of susceptible crops. The main control strategy for these pathogens, worldwide applied, it is still the choice of chemical fungicides. This measure of control, though relatively efficient, it is a costly process, leads to the selection of resistant pathogens, and the emergence of secondary pests. In addition, the chemicals used are toxic and polluting and thus impact the environment and compromise the health of agricultural producers and consumers. In recent years, due to the pressure imposed by the laws of environmental impact, the growing concern of the population with the environment and health as well as the need to develop more efficient control methods, the demand arose for new strategies in this control. New alternatives to combat these pathogens are already used as biological control, which is based on the use of antagonistic microorganisms. This control can be direct, when the antagonists are applied directly into the living cultures, or indirect, by applying its metabolites. Hereby we should highlight the potential of Trichoderma species as biocontrol agents of infected plants.
Human Fungal Pathogens
There are about 1.5 million different species of fungi on Earth, but only about 300 of those are known to cause human diseases. Fungal diseases are often caused by fungi that are common in the environment, such as living in soil and on plants as well as on human skin.
Among the human pathogenic fungi, we highlight those who already have their genome unraveled. Candida albicans, that causes infection in individuals with deficient immune systems. Aspergillus fumigatus and Aspergillus flavus, which cause Aspergillosis and produce aflatoxin. Cryptococcus neoformans is the human pathogen that causes several form of meningitis and meningo-encephalitis in HIV infected patients and AIDS. Histoplasma capsulatum can cause histoplasmosis in humans, affecting primarily the lungs and other organs and may also affect AIDS patients because of their suppressed immunity.
Fungi and Genomics, Transcriptomics, Proteomics and Metabolomics: What Now?
Fungal genomics is a science that deals with the discovery and characterizes all sequences in the entire genome. However, the determination of the genomic sequence is only the beginning of genomics. Once it is done, it is necessary to address a function of the numerous genes (functional genomics), compare the genes with other one organism (comparative genomics), study the expression profile (transcriptome), and finally to study the protein "expression profiling" (proteome) and the newest 'omics' sciences metabolomics as well as to refer to the complete study of low molecular weight compounds in the cell.
All the 'omics' science has provided a lot of information about fungal lifestyle and evolution, fungi-fungi interaction and fungi-environmental relationship. However, a huge amount of data has been generated and much single cell information has been lost. To avoid these losses, integrative information must be created to access the real status of fungal cells in response to some condition. This way now we have available an integrative approach calls System Biology.
Systems biology is the study of different aspects, which may evaluate diverse functions of cellular components, organisms as well as entire species. To achieve them, we use quantitative measurements such as genomics, proteomics, and mathematical and computational models (bioinformatics) to describe and predict dynamical behavior. Using this approach we can understand:
• Structure of the system
• Dynamics of the system
• Quantitative and qualitative analysis as well as construction of theory/model with prediction capability
• Regulation methods of the system
• Design methods of the system Using high-throughput global data generated we can understand better the metabolism of fungi and how to improve them using metabolic engineer. However, this knowledge is just starting in omics science and we still have a long way to go.
That high-throughput must be used in the integrated methodologies in order to provide extensive knowledge about bioinformatics, fungal physiology and metabolism as well as differential skills in measuring gene and protein expression or interaction and metabolic flux analysis. This way, only researchers that works in a multidisciplinary approaching collaborative will be well succeed.
Based on this information, we can try to answer the question above 'What now?'
I have to say that the future of Fungi in 'omics' science is promising! As the metabolome and interactome as the metabolic fluxome will open new perspectives for the study of fungi and their application in biotechnology. For instance, we will understand better how the fungi evolved by years and how this evolution impacted the environment and our self. The scientists will predict how will be the evolution in the next years and will can interfere in this evolution. The medical mycology will use fungi as bioreactors for vaccine production or drug transformation. Fungi will be used as a vector for enzymes production to transform agriculture, food industry and biotechnology of biofuels production. We will understand better how is the interaction as foes or as friends of fungi in our organism. The crops production will be improved with the understanding and genetic manipulation of fungi to interact with plants. Finally, we will use the fungal models organisms to predict the interaction of different proteins to be used as biotechnological application and lower the production cost of many important molecules to medicine usage. So, face with that, be prepared!
